Key indicators: single-crystal X-ray study; T = 111 K; mean (C-C) = 0.002 Å; R factor = 0.021; wR factor = 0.050; data-to-parameter ratio = 33.3.
In the crystal of the title compound, C 7 H 13 IO 5 , the molecules are linked by O-HÁ Á ÁO hydrogen bonds, which build linkages around one screw axis of the cell. These C(5) and C(6) packing motifs expand to R 2 2 (10) and C 2 2 (11) motifs and are similar to those found for closely related compounds. The galactoside ring has a 1 C 4 chair conformation.
Related literature
For the synthetic details, see Dangerfield et al. (2009); Stocker et al.(2010) . For related structures, see Sikorski et al. (2009) , Robertson & Sheldrick (1965) . For ring conformations see: Cremer & Pople (1975) and for hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data 
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (Blessing, 1995 
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT and SADABS (Bruker, 2005 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) , Mercury (Macrae et al., 2008) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97 and PLATON. data, using 170 variables. These coordinates are available from the designated author. The su values for the non-hydrogen atoms are similar for both models (0.0017-0.0023 Å), and no significant changes are found between the structural details of the two models. As an aside, we note the dominance of the iodine scattering seen in the refinement of a model with the iodine given anisotropic, and the non-hydrogen atoms isotropic, thermal parameters with the same restrained riding H atoms giving R1, wR2 of 0.0277, 0.0618 respectively for just 62 variables! Lattice binding is provided by O-H···O hydrogen bonds (Table 1) , which build linkages around the b screw axis of the cell (Figure 2 ). This binding is notably similar to that observed for the bromohydrin analogue (MGALBH, Robertson & Sheldrick, 1965) , and the corresponding glucopyranoside (BOSLEB). The basic motif building blocks (Bernstein et al., 1995) are of C(6) & C(5) types, which combine to give 2 R 2 (10) and 2 C 2 (11) motifs. Minor packing differences are noted with the BOSLEB structure, which has similar cell dimensions, with two, rather than one C (6) The methyl H atoms were constrained to an ideal geometry (C-H = 0.98 Å) with U iso (H) = 1.5U eq (C), but were allowed to rotate freely about the adjacent C-C bond. All other H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H distances of 1.00 (primary) or 0.99 (methylene) Å and O-H distances of 0.84 Å and with U iso (H) = 1.5U eq (C,O) (see Comment text). Figures   Fig. 1 . Asymmetric unit contents of (I) (Farrugia, 1997 ) at the 30% thermal ellipsoid level. and ω scans h = −8→9 Absorption correction: multi-scan (Blessing, 1995) k = −12→11 
